Unambiguous ldentification of Candidate Compounds

Using MRR Structure Validation

Introduction

Determining the molecular structure of an unknown compound is a central challenge in analytical chemistry. Preliminary
characterization using LC-MS, IR, or NMR can narrow the range of possible structures but often leaves ambiguity among
closely related or isomeric candidates. Definitive confirmation often requires multiple complementary measurements,
access to reference standards, and expert interpretation, making the process time-consuming, resource-intensive, and

analytically uncertain. Molecular rotational resonance (MRR) spectroscopy
provides a direct route to structure-specific identification through comparison
of experimentally measured rotational spectra with predicted spectra for
candidate structures. This application note demonstrates a practical workflow
for using MRR to determine the definitive identity of a single unknown
compound through experimental structure validation.

As shown in Figure 1, this ambiguity persists even when analytical data are
consistent with a limited set of closely related candidate structures. In
fragrance and consumer goods applications, aroma chemicals are commonly
used as discrete materials within formulations, and their identity must be
confirmed prior to use, particularly when sourced from new suppliers or
newly introduced. In these cases, routine analytical measurements may
produce data consistent with multiple closely related aromatic isomers rather
than a single definitive assignment. As a result, uncertainty in molecular
identity can persist, delaying formulation, evaluation, or release decisions. A
direct experimental approach capable of confirming molecular identity

without reliance on reference standards addresses this gap. To demonstrate this capability, the following sections apply
molecular rotational resonance structure validation to the identification of an unknown aromatic ester representative of
small, volatile organic molecules encountered in fragrance and specialty-chemical applications.
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Figure 1. Conventional analytical techniques produce data consistent with multiple plausible structures for an unknown compound, resulting in

ambiguity among closely related aromatic esters.
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Workflow for Single-Compound Structure Identification

The identification of a single unknown compound follows a structured, three-stage process that integrates spectral
simulation, experimental measurement, and quantitative comparison. This workflow enables definitive structural
assignment among plausible candidate structures through direct agreement between simulated and measured

rotational spectra.

Based on preliminary analytical data, multiple structurally similar candidate molecules were identified, consisting of closely
related aromatic ester isomers. These candidates represent a realistic scenario in which conventional analytical
techniques produce data consistent with multiple structures but do not enable definitive assignment.

Step 1: Simulate — Define and Simulate Candidate Structures

A set of plausible candidate structures is identified for further evaluation.
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The candidate structures are submitted to BrightHub for spectral simulation.
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BrightHub generates the corresponding theoretical reference spectra for comparison.
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Step 2: Measure — Acquire the Experimental Rotational Spectrum

The unknown sample is introduced into the MRR instrument, and a broadband rotational spectrum is acquired under
optimized conditions to produce a high-quality experimental spectrum for structural comparison.
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Step 3: Confirm — Perform Spectral Matching and Assign Structure

The experimental spectrum is compared against the simulated spectra for all candidate structures, and automated
spectral fitting and agreement metrics are used to identify the single structure consistent with the measured data.
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Definitive Structure Assignment

Comparison of the experimental rotational spectrum with the simulated spectra for all candidate structures identified a
single structure consistent with the measured data. The observed spectral features matched the predicted transitions for
methyl 4-ethoxybenzoate, while all other candidate structures were excluded due to a lack of agreement.

This agreement between predicted and experimental spectra provides definitive confirmation of molecular identity without
the need for reference standards or additional analytical measurements.

Conclusion

This approach enables rapid and unambiguous identification of unknown compounds in scenarios where conventional
analytical techniques leave residual uncertainty. By directly validating molecular structure through comparison with
predicted spectra, MRR eliminates the need for authentic reference materials and reduces reliance on iterative
analytical workflows.

For applications such as supplier verification, quality control, and material validation, this capability supports faster
decision-making and increased confidence in molecular identity.

BrightSpec, Inc.

770 Harris Street Suite 104b r:)
Charlottesville, Virginia 22903 Page 3 of 3 r I g t p e C

©2026 BrightSpec, Inc.



