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Nitrosamine impurities present ongoing

analytical challenges in pharmaceutical MRR enables structure-specific identification of
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confirm structural identity through direct spectral
matching. Following identification, targeted single-
frequency measurements support selective and

guantitative analysis across relevant concentration
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variable-temperature program to enable solvent

purge, followed by analyte elution Targeted measurements demonstrated

quantitative feasibility from 1 to 100 ppm.

Acquisition Parameters: Targeted single-frequency
MRR detection; average runtime ~19 minutes.
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